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Reverse Primer (10 #M) 0.4 ¢l (final conc.)

Long range PCR enzyme (5.0U/ul)  0.08 ¢l
Template DNA 5.0ng
Distilled water up to 10 ¢l
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CGCATACTCCGACTGCCCCTTICCCTATCGTCCCACCCTGCGCGCCCAACCCACCGGCGAC
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